Automated Structural Annotation:

1. Overview

· what is automated annotation

· How is eukaryotic gene structure different from prokaryotic
2. Repeats

· What are they and why are they important

· Repeat finding and masking

3. Gene prediction software and strategy
· The different types of genefinders, how they vary, and why we use each type

· Training and evaluating gene finders

· What is the best strategy?

4. Database comparisons

· A variety of databases used for searches
5. Creating a gene model
· Combining evidence to form a consensus prediction

· Assigning different evidence weights based on their relevance

6. Using EST and cDNA data

· PASA- Program to Assemble Spliced Alignments

· How PASA uses EST and cDNA evidence

· -automated updates to gene structure
Manual Structural Annotation:

1. Overview

· What is manual annotation and why do we do it?

2. Tools

· Different tools for different tasks such as viewing and editing

· Gbrowse

· Database and interactive web viewer for manipulating and displaying annotations on genomes.

· Features and requirements to get Gbrowse up and running

· Examples of the what you can do with Gbrowse
· Apollo

· Genome annotation and curation tool

· Some of the features and editing tools you can use 

· Examples of the ways you can edit annotations with Apollo.

· Artemis

· A tool for annotation viewing and editing
· Example of  use

.

Critical evaluation of evidence

Types of evidence and the weight we give each type.

Examples of how we use various kinds of evidence improve annotations
